LEP Promoter Hypomethylation in Maternal Obesity (Fridsto Z, et al.)
DOI: 10.18585/inabj.v18i1.3911 Indones Biomed ]. 2026; 18(1): 28-35

Supplementary 1.

Primer sets were specifically designed to amplify this region (primer sequences and genomic coordinates).

Graphics « Send to: ~

Homo sapiens leptin (LEP), RefSeqGene on chromosome 7
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Supplementary 2.

Representative umbilical artery Doppler waveforms in a normal-BMI pregnant woman (A) and an obese pregnant woman (B)
showing higher S/D ratio in the obese group.

A. Normal-BMI B. Obese

AP:97.1% M10.5 TIS 0.3 AP-97.2% MI10.5TIS 0.4

— By -t
Umbilical artéry: .. - Umbilical artery
Doppler waveform | Doppler waveform

z"m’ '!"%

~— 1 UmbAPS - 1 Umb A PS
Normal end-diastolic flow Umb A ED 1574 Reduced end-diastolic flow Umb A ED 43.62
(normal-BMI group) UmbAHR 229 (obese group) Umb A HR 2.29

i S, e b AT Umb A PI ., UmbA PI
Umb A S/D 2.29 Sk Umb A S/D 3.23

S1



The Indonesian Biomedical Journal, Vol.18, No.1, February 2026, p.1-106 Print ISSN: 2085-3297, Online ISSN: 2355-9179

Supplementary 3.

Methylation percentages of LEP promoter CpG sites (1-17) in placentas from normal-BMI and obese pregnant women.

Sequence to analyse :
CRAACCRCRCRAAACRCRATCRAAACRAAAATAACTATAAAAAACTCCRCRAAACRAACTAAAACATACRACTACRCCCTCRTTAATCCTAACRCRACTTCRAAATAAAAAC

Methylation Percentage (%)

Ne ) 1 2 B 4 5 6 7 8 9 10 11 12 13 14 15 16 17
1 O-1 64 48 48 64 54 73 63 74 38 44 66 71 54 43 52 52 64
2 0-2 64 56 57 71 59 69 64 67 51 57 67 69 59 45 58 56 73
3 0-3 53 49 47 62 55 64 54 60 49 51 62 68 62 40 62 52 68
4 0O-4 71 67 66 79 63 76 73 75 50 63 73 75 60 50 58 58 78
5 0O-5 66 65 46 77 66 71 73 71 61 9 71 74 57 52 64 73 64
6 0-6 59 51 42 71 53 68 61 57 37 43 64 68 50 34 52 59 30
7 0O-7 68 63 60 78 62 66 72 72 21 57 55 70 63 54 65 75 65
8 0O-8 47 50 33 69 51 59 68 58 48 43 61 63 51 44 76 63 22
9 0-9 62 55 49 73 64 61 69 64 44 58 1 72 57 52 57 65 59

10 O-10 67 65 56 77 58 72 73 68 66 62 69 71 54 45 68 72 65
11 O-11 61 59 50 74 59 70 67 68 49 53 71 71 57 47 59 83 58
12 0O-12 65 63 44 75 53 61 64 66 53 50 73 72 58 53 74 76 65
13 0O-13 60 54 41 66 52 63 59 69 42 50 67 69 57 44 57 82 64
14 O-14 65 51 42 72 61 58 56 57 41 40 62 67 58 45 61 68 76
15 O-15 57 49 38 68 54 61 65 62 48 47 68 68 58 45 57 63 80
16 O-16 50 51 29 75 63 67 53 60 40 51 63 68 49 40 78 82 65
17 0O-17 58 59 50 72 69 73 73 69 51 47 68 68 58 47 75 69 65
18 O-18 72 68 57 81 70 76 79 75 43 51 72 74 58 52 59 74 65
19 0O-19 76 62 50 79 62 74 80 80 49 54 76 77 63 49 87 87 65

20 0-20 60 60 51 76 61 71 65 70 50 54 72 73 59 46 60 73 65

21 0-21 43 44 37 66 49 59 48 47 41 31 52 60 55 45 49 39 65

22 0-22 53 55 36 74 62 68 64 67 44 57 72 70 60 51 61 75 65

23 0-23 61 62 54 71 62 68 66 67 53 56 71 72 44 46 72 52 61

24 0-24 43 45 32 65 59 55 51 58 38 36 53 58 52 39 51 60 65

25 0-25 57 54 51 69 59 67 59 72 39 50 68 73 56 54 54 63 61

26 0-26 58 58 33 68 59 63 66 62 48 58 68 67 55 45 53 69 60

27 0-27 67 66 44 74 64 72 66 67 52 62 69 71 62 47 58 72 59

28 0-28 62 48 33 70 58 66 65 62 45 42 61 65 54 46 53 69 65

29 0-29 63 60 43 74 54 71 68 67 45 54 67 69 57 42 60 50 63

30 0-30 71 66 58 76 68 77 72 70 49 60 70 75 65 55 65 70 67

31 0-31 67 68 57 84 67 76 77 76 55 59 80 79 63 53 60 61 65

32 0-32 72 70 68 80 68 79 76 74 50 68 73 75 60 47 61 66 61

33 0-33 76 73 66 84 70 79 79 80 56 60 80 78 65 53 62 75 65

34 0-34 62 62 42 71 64 69 65 67 52 63 68 69 60 47 56 61 62

35 0-35 63 66 40 69 61 67 68 65 51 52 66 68 56 48 56 79 65

36 N-1 62 52 49 76 60 65 66 62 48 51 67 73 57 45 56 72 65

37 N-2 62 59 51 70 55 64 67 67 48 55 67 68 54 46 72 61 27

38 N-3 62 57 51 73 56 67 69 67 33 64 58 71 46 48 74 65 65

39 N-4 53 50 42 70 54 61 59 58 42 48 58 66 49 41 53 51 69

40 N-5 61 55 45 72 58 61 67 65 47 55 66 69 54 47 60 58 34

41 N-6 68 61 58 75 64 72 70 68 50 55 68 71 59 49 71 61 17

42 N-7 61 52 40 77 55 67 68 67 47 51 69 71 56 46 55 59 71

43 N-8 61 55 37 77 57 72 67 70 46 53 69 73 59 45 60 74 65

44 N-9 68 62 41 79 59 74 71 75 48 57 72 73 59 45 73 81 65

45 N-10 61 58 49 73 56 68 68 64 47 52 68 68 59 45 71 78 65

46 N-11 59 54 40 71 56 65 64 65 53 54 65 67 57 44 61 68 65

47 N-12 55 52 44 67 54 63 55 60 47 49 63 63 47 44 68 65 65

48 N-13 53 49 42 68 48 63 56 56 44 44 58 64 54 41 54 49 0

49 N-14 53 51 42 69 55 62 59 59 42 47 60 64 41 42 64 59 65

50 N-15 54 50 36 66 49 60 54 57 44 41 58 63 53 40 56 58 65

51 N-16 54 49 42 69 50 60 55 58 43 44 63 77 56 40 51 47 66

52 N-17 57 55 42 72 53 67 60 61 44 46 62 67 54 38 63 42 63

53 N-18 67 63 53 74 60 71 69 67 48 54 65 69 53 47 57 61 75

54 N-19 65 62 54 75 60 72 70 68 55 54 69 71 55 65 66 57 65

55 N-20 67 64 54 77 60 74 72 68 52 56 68 71 57 49 56 62 67

56 N-21 64 60 51 74 58 70 67 65 51 53 66 71 56 48 56 60 40

57 N-22 62 58 52 75 62 72 67 68 52 57 69 71 58 47 58 55 50

58 N-23 52 52 44 64 50 60 58 56 44 45 55 58 48 42 52 48 91

59 N-24 60 58 48 73 59 71 65 66 49 55 68 70 56 45 57 59 64

60 N-25 64 61 52 74 57 71 69 67 50 55 67 70 56 48 55 53 64

61 N-26 65 62 53 74 59 72 69 68 52 55 66 69 56 46 55 60 76

62 N-27 64 61 52 75 58 73 70 68 47 56 56 71 66 53 56 66 88

63 N-28 64 60 54 76 59 65 64 68 50 56 68 71 57 48 57 70 70

64 N-29 65 63 54 75 61 72 69 67 51 57 68 71 56 47 56 73 53

65 N-30 64 61 53 74 59 71 68 67 50 56 67 70 55 45 56 61 67

66 N-31 64 62 51 74 59 71 69 66 51 56 66 69 55 47 55 57 64

67 N-32 63 60 50 73 56 70 66 65 48 54 66 69 54 45 55 56 54

68 N-33 62 59 51 73 57 70 67 66 48 53 66 68 51 42 53 71 65

69 N-34 64 63 51 75 60 71 69 67 50 56 67 71 56 48 56 62 76

70 N-35 63 60 53 73 60 69 67 67 49 56 66 70 55 46 55 60 75
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Supplementary 4.

Representative pyrosequencing profiles of the LEP promoter in placental DNA from obese pregnancies. Peaks correspond to CpG
sites 1-17 with their respective methylation percentages.
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Sequence to analyze:

CRAACCRCRCRAAACRCRATCRAAACRAAAATAACTATAAAAAACTCCRCRAAACRAACTAAAACATACRACTACRCCCTCRTTAATCCTAACRC
RACTTCRAAATAAAAAC

Position 1 2 3 4 5 6 7 8 9 10 11 12 13
Quality Passed Passed Passed Passed Passed Passed Passed Passed Passed Passed Passed Passed Passed
Meth (%) 64 56 57 71 59 69 64 67 51 57 67 69 59
Position 14 15 16 17

Quality Passed Passed Passed | Passed

Meth (%) 45 58 56 73
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